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OPEN ACCESS The transforming growth factor type-f (TGF-f3) has been demonstrated to play an impor-
tant role in the development of atherosclerosis through binding to the serine/threonine ki-

nase transmembrane type | and type Il receptors. However, as a key type | receptor for
TGF-$3, the exact role and the underlying mechanism of Activin receptor-like kinase 5 (ALK5)
on macrophage activation involved in atherogenesis remain unclear. In the present study,
enhanced ALK5 expression was found in bone marrow derived macrophages (BMDMs)
upon OX-LDL stimulation tested by RT-PCR and Western blot, which was further verified by
co-immunofluorescence staining. Next, the loss-of-function of ALK5 used AdshALKS trans-
fection was performed to test the effect of ALK5 on macrophage activation. We observed
that ALKS5 silencing inhibited pro-inflammatory but promoted anti-inflammatory macrophage
markers expression. Moreover, decreased foam cell formation was found in ALK5 knock-
down macrophages accompanied by increased cholesterol efflux. Mechanistically, ALK5
knockdown significantly increased KLF4 expression that was responsible for the attenu-
ated macrophage activation induced by ALK5 knockdown. Collectively, these findings sug-
gested that neutralization of ALK5 may act as a promising strategy for the management of
atherosclerosis.

Introduction

Atherosclerosis is well recognized as a chronic inflammatory disease [1] and accounts for the development
of cardiovascular diseases (CVDs) that is the leading cause of mortality and morbidity worldwide, includ-
ing myocardial infarction, sudden cardiac death and stroke [2]. During the development of atherosclerosis,
the recruited and infiltrated monocyte-macrophage subendothelium initiated by endothelial dysfunction
play an important role in the whole phrase of atherogenesis [3]. Notably, macrophage has emerged to
show plastic properties and can regulate inflammatory response by shifting the activation of classically
pro-inflammatory M1 macrophages and resolving M2 macrophages [4]. More importantly, the excess
engulfment of oxidized low-density lipoprotein gives rise to foam cell formation and accelerates athero-
genesis associated with the vulnerable plaques [5]. Therefore, exploring the key regulator of macrophage
activation implicated in atherogenesis may provide an effective strategy for preventing atherosclerosis.
The present study exhibited that ALK5 expression was significantly up-regulated in BMDMs with
OX-LDL administration and primary located in cytoplasm of macrophages. Loss-of-function study
demonstrated that ALKS5 silencing dramatically inhibited inflammatory response and foam cell forma-
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which, members of TGF-[3 family of cytokines signal exert its functional role via serine/threonine kinase transmem-
brane complex receptor contained type I and type II receptors [6]. ALK members act as the key type I receptors that
can be activated by binding TGF-{3 to the receptor complex and initiate the key downstream signaling involving Smad
transcription factors, mitogen-activated protein kinases (MAPK) and PI3K-Akt signaling [7]. Among them, ALK5 is
demonstrated to be widely expressed in most tissues and cell types, and participates in various diseases. ALK5 reveals
a distinct role involved in regulation of heart development [8] and vascular development [9]. The ALK5 mediated
TGEF-f3-induced ET-1 [10] and activation phosphorylation of Smad2/3 [11] play an important role in migration and
proliferation of endothelial cells, meanwhile ALK5 also phosphorylates the endogen cytoplasmic domain to activate
Smad1/5/8 signaling leading to increased migration of endothelial cell [12]. ALKS5 is responsible for TGF-3-inducted
smooth muscle cell differentiation and proliferation within familial pulmonary arterial hypertension [13]. Addition-
ally, ALK5 has an effect on fibrotic disease [14] and implicated in multiple tumor development [15]. However, the
specific effect of ALK5 on macrophage activation implicated in atherogenesis is unexplored.

Cell culture and infection with recombinant adenoviral vectors

The 8- tol0-week-old ApoE deficiency mice received intraperitoneal anesthesia with pentobarbital sodium (50
mg/kg), then were killed in random order. Approximately 5 x 107 nucleated bone marrow cells from the femurs
and tibias of each mouse were collected and then cultured in 10 ml of RPMI with 10% fetal bovine serum and MCSF
(50 ng/ml). To knockdown ALKS5 expression, ALKS5 specific short hairpin RNA (shRNA)-expressing (shALK5) con-
struction was mediated by pENTR/U6-shRNA vector and homologous recombination of adenovirus skeleton plas-
mid, while adenoviral short hairpin RNA (AdshSCR) served as controls. The BMDM:s were transfected with the above
adenovirus according to the manufacturer’s protocol and treated with OX-LDL at the individual concentration (25 or
50 ng/ml). The animal study protocols were performed according to Guide for the Care and Use of Laboratory Ani-
mals published by the US National Institutes of Health. The Animal Care and Use Committee of The First Hospital
of Nanchang approved all study protocols.

Quantitative real-time PCR

Total mRNA was isolated using TRIzol reagent and extracted from cultured BMDMs. Subsequently, the mRNA was
performed for reversely transcription into cDNA with a Transcriptor First Strand cDNA Synthesis Kit (Roche, Basel)
according to the manufacturer’s protocol. First-strand cDNA was subjected to real-time PCR with SYBR green on a
LightCycler 480 QPCR System (Roche Diagnostics). Gene expression was normalized to GAPDH.

Western blot

Western blots were performed following standard protocols as previous described [16]. Briefly, the proteins were
separated by SDS-PAGE and then transferred to polyvinylidene fluoride (PVDF) membranes, which were probed
with the appropriate primary antibodies overnight at 4°C. Then, the membranes were incubated with the appropriate
secondary antibodies before visualization by chemiluminescence with Molecular Imager ChemiDoc TM XRS+ using
Image Lab TM Software 5.1 (Bio-Rad, Bio-Legend Scientific Co. Ltd). Protein expression was normalized to GAPDH.

Immunofluorescence staining

The BMDM:s were fixed with 3.7% formaldehyde in PBS for 15 min at room temperature and permeabilized with
0.1% Triton X-100 in PBS for 40 min. After incubating with primary antibodies at 4°C overnight, the slices were
rewarmed at 37°C for half an hour and washed with PBS before incubation with appropriate fluorescence-labeled
secondary antibody for 1 h. DAPI was performed for cell nuclei detection.

Statistical analysis

Data were represented as the means & SD. Data were analyzed with a two-tailed Student’s ¢ test or one-way ANOVA
followed by a Bonferroni post hoc test or Tamhane’s T2 post hoc test. All statistical analyses were performed using
SPSS, version 22.0. Differences were considered significant at a value of P < 0.05.

Results

ALKS expression is enhanced in activated macrophage
To explore the effect of ALK5 on macrophage activation involved in the development of atherosclerosis, we first ex-
amined whether ALK5 expression was changed in isolated BMDMs upon OX-LDL administration. RT-PCR analysis
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Figure 1. Increased ALK5 expression in macrophage induced by OX-LDL

(A and B) RT-PCR analysis or Western blot analysis of ALK5 mRNA (A) or protein (B) expression in BMDMs after 24 h of stimulation
with OX-LDL at the indicated concentration (25 and 50 ng/ml); n = 3. (C) Co-staining of ALK5 expression in macrophage with ALK5
(red) and CD68 (green) induced by OX-LDL (50 ng/ml); n = 3; scale bar = 25 um. *P < 0.05 compared with PBS treated group. #P
< 0.05 compared with OX-LDL (25 ng/ml) treated group.

revealed that Alk5 mRNA expression was dramatically up-regulated in BMDMs treated with OX-LDL in a manner
following increased OX-LDL concentration compared with the baseline level obtained with PBS treatment (Figure
1A). As expected, the ALK5 expression in mRNA level was further verified in the protein level tested by West-
ern blot analysis (Figure 1B). Continued, we observed the increased ALK5 expression was primarily localized in
the cytoplasm of macrophage followed by OX-LDL stimulation by co-immunofluorescence staining with ALK5 and
macrophage-specific marker (Figure 1C). The above results suggested that ALK5 was up-regulated and most located
in activated macrophage.

AKL5 knockdown suppresses classical polarized macrophages and foam

cell formation

Considering that ALK5 expression was induced in activated macrophages with OX-LDL treatment, the BMDMs in-
fected with adenovirus harboring ALK5 short hairpin RNA (AdshALK5) were utilized to investigated the possible
regulation of ALK5 on macrophage inflammation and foam cell formation implicated in atherogenesis. The efficiency
of ALK5 knockdown in BMDMs was verified with Western blot analysis (Figure 2A). The balance of pro- or anti-
inflammation mediated by macrophages plays an important role in atherogenesis, we noticed that the mRNA levels
of pro-inflammatory M1 macrophage markers were significantly decreased by ALK5 knockdown compared with Ad-
shSCR group, including Tnfo, Nos2 and 116 (Figure 2B). By contrast, the mRNA levels of alternative M2 macrophage
markers were increased by ALK5 knockdown, including Pparg, Tgff3 and Mrcl (Figure 2B). The uptake of oxidized
low-density lipoprotein leads to foam cell formation acts as the critical process in atherogenesis. The foam cell forma-
tion in BMDMs infected with AdshALKS5 was decreased exanimated with oil red O for neutral lipid staining compared
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Figure 2. ALK5 knockdown inhibits macrophage activation

(A) Western blot analysis of ALKS5 level in BMDMs transfected with AdshALK5 or AdshSCR upon OX-LDL (50 ng/ml) treatment; n =
3. (B) Attenuated M1 markers but enhanced M2 markers gene expression in BMDMs infected with AdshALKS5 or AdshSCR induced
by OX-LDL; n = 3. (C) Foam cell formation of macrophages transfected with AdshALK5 or AdshSCR induced by OX-LDL; scale
bar = 25 um; n = 9. (D) RT-PCR analysis of Cd36, Sra, Abcal and Abcg1 expression in BMDMs transfected with AdshALK5 or
AdshSCR upon OX-LDL administration; n = 3. *P < 0.05 compared with control group.

with AdshSCR group (Figure 2C). Additionally, we observed that the mRNA levels of Cd36 and Sra were decreased,
whereas the Abcal and Abcgl were increased in BMDM:s infected with AdshALKS5 (Figure 2D).

ALKS knockdown promotes KLF4 expression

Dozens of evidences have demonstrated that the regulation of macrophage polarization and foam cell are controlled
by various genes, the represented markers including Pparg, KIf4, Nr4a, Nrf2 and Stat6 [17]. The results in our study
exhibited that KLF4 expression is the most significantly changed targets in BMDMs transfected with AdshALKS5 with
OX-LDL treatment compared with AdshSCR group, which has reported to play an important role in atherogenesis
(Figure 3A). Consistent with the observation in mRNA level, we also noticed that KLF4 protein expression was en-
hanced in BMDMs of ALK5 knockdown compared with AdshSCR group (Figure 3B). The co-immunofluorescence
staining further demonstrated that increased KLF4 expression was primarily localized in the nuclei of macrophages
upon OX-LDL administration in AdshALK5 group compared with AdshSCR group (Figure 3C).

KLF4 is required for the effect of ALK5 on macrophage activation

Next, we transfect BMDMs with AdshKLF4 to test the functional regulation of KLF4 knockdown on the effect
of macrophage polarization and foam cell formation mediated by ALK5 knockdown. We observed a significant
down-regulation of KLF4 expression in BMDMs infected with KLF4 knockdown followed with OX-LDL treatment
(Figure 4A). Importantly, we found the increased ratio of anti-inflammatory M2 markers to pro-inflammatory M1
markers (Figure 4B), as well as the accompanied high ratio of cholesterol efflux to uptake (Figure 4C), mediated by
ALKS5 knockdown were significantly reversed by KLF4 inactivation. On the basis of the observation, we concluded
that KLF4 was the important downstream target for the effect of macrophage activation regulated by ALKS5 silencing.
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Figure 3. Enhanced KLF4 expression in macrophages of ALK5 knockdown

(A) RT-PCR analysis of regulator genes in macrophages of ALK5 knockdown or AdshSCR induced by OX-LDL; n = 3. (B) Western
blot analysis of KLF4 in macrophages of AdshALK5 or AdshSCR induced by OX-LDL; n = 3. (C) Double-immunofluorescence
staining of KLF4 (red) in macrophages (CD68, green) transfected with AdshALK5 or AdshSCR upon OX-LDL stimulation; scale bar
=25 um; n =5; *P < 0.05 compared with control group.

Discussion
In the present study, we first demonstrated that an up-regulation of ALK5 expression was found in activated
macrophage and co-located in cytoplasm with OX-LDL administration. The loss-of-function of ALK5 in vitro at-
tenuated pro-inflammatory but promoted anti-inflammatory macrophage markers expression. Moreover, ALK5 si-
lencing inhibited foam cell formation accompanied by increased cholesterol efflux but decreased cholesterol uptake.
Furthermore, KLF4 expression was accelerated by ALK5 knockdown and the down-regulated KLF4 largely reversed
the effect of ALK5 silencing on macrophage activation. On the basis of the results, we exhibited a novel role of ALK5
on macrophage activation involved in atherogenesis that was partially through attenuated KLF4 activation.
Atherosclerosis is recognized as a complex multifactorial process and a chronic inflammatory disease contributed
to severe cardiovascular event, which can be triggered by various stimuli [18]. Among them, TGF-f3 as a represented
immunomodulatory cytokine is of particular interest to cardiovascular biologists through regulation of multiple cell
types involved in blood vessel wall [6]. Notably, accumulative evidences have demonstrated that TGF-{3 exerts an
important role in atherogenesis [19,20], whereas the studies of TGF-[3 receptor modulation account for the effect
remains unclear. Members of the TGF-[3 family of cytokines signal exert the functional regulation of the pathological
process via serine/threonine kinase transmembrane type I and type II receptors at the cell membrane [6]. Binding
TGEF-f3 to the receptor complex triggers activation of type I receptor terms as ALK, which can initiate downstream
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Figure 4. The effect of ALK5 silencing on macrophage activation is mediated by KLF4

(A) Western blot analysis of KLF4 in BMDMs infected with AdshSCR, AdshALK5, AdshKLF4 and AdshALK5+AdshKLF4; n = 3. (B)
RT-PCR analysis of M1 and M2 macrophage markers gene expression in BMDMs co-infected with AdshSCR, AdshALK5, AdshKLF4
and AdshALK5+AdshKLF4; n = 3. (C) RT-PCR analysis of CD36 and SR-A, as well as ABCA-1 and ABCG-1 in BMDMs co-infected
with AdshSCR, AdshALK5, AdshKLF4 and AdshALK5+AdshKLF4; n = 3. *P < 0.05 compared with AdshSCR group. #P < 0.05
compared with AdshALK5 group. 1P < 0.05 compared with AdshKLF4 group.

signaling including Smad phosphorylation, MAPK and PI3K-Akt signaling, while all three cascades have been impli-
cated in the development of atherosclerosis [19]. Previous studies have demonstrated that ALKS5 is widely expressed
multiple cell types involved in blood vessels system, and exerts an important role in regulation of vascular cells be-
havior and function implicated in various diseases. Enhanced ALK5 expression was found and localized in arterial
endothelium, vascular smooth muscle cell in the medial and adventitial layers of blood vessels [9]. Functionally,
ALK5-null embryos exhibit a defect in the formation of vascular smooth muscle layers, whereas the properly genera-
tion of lumens of blood vessels during embryonic development [9]. TGF-3-mediated ALKS5 activation induces phos-
phorylation of Smad2 and 3 resulting in inhibition of endothelial cells proliferation in vitro [11], while the induction
of ET-1 by the signaling also play an important role in regulation of migration and proliferation of endothelial cells
[10]. ALKS is required for shear stress-mediated KLF2 expression [21] and TGF-{3-induced pulmonary endothelial
permeability [22]. Moreover, ALK5 mediates abnormal proliferation of vascular smooth muscle cells from patients
with familial pulmonary arterial hypertension [13] and is required for TGF-3-induction of smooth muscle cell dif-
ferentiation markers through Smad3 and MAPK pathway [23]. Although the important role of ALK5 in endothelial
cell and smooth muscle cell has been explored, the expression and function of ALK5 on macrophage has not been
deeply investigated. In our study, ALK5 expression was found to show significant up-regulation in BMDMs with
OX-LDL administration and primary located in cytoplasm of macrophages. Accumulative evidences have demon-
strated that TGF-31/ALKS5 signaling induces monocyte migration through PI3K and P38 pathways [24], while in-
hibition of ALK5 promotes M2 marker expression but decreases the acquisition of M1 polarization markers [25].
Consistent with the evidences, our current study demonstrated that ALK5 knockdown increased M2 but attenuated
M1 polarized macrophages.
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In seeking the effectively underlying mechanism mediated of the effect of macrophage polarization switching and
foam cell formation in BMDMs transfected with AdshSCR, we performed RT-PCR analysis of the represented regu-
lator involved in macrophage activation in atherogenesis and the result suggested that KLF4 was the markedly altered
target. KLF4 acts as a novel important regulator for the macrophage behaviors implicated in the chronic inflammatory
diseases, especially atherosclerosis [26,27]. It has been demonstrated that KLF4 was markedly induced in response to
TNEF-« or LPS, and decreased by TGF-31 in macrophages [28]. Additionally, Jain et al. reported that KLF4 expres-
sion in macrophage was robustly induced in M2 macrophages and strongly reduced in M1 macrophages [29]. In the
present study, downregulated ALK5 dramatically increased KLF4 expression in mRNA and protein level, and specific
in the nucleus of macrophages. Besides, KLF4 was found to cooperate with Stat6 to induce an M2 genetic program
and inhibit M1 targets via sequestration of coactivators required for NF-kB activation, which suggested KLF4 to be
a novel regulator of macrophage polarization [29] and the treatment of atherosclerosis [26,27]. The present study
demonstrated that ALK5 knockdown promoted alternative M2 macrophage but inhibited classic M1 macrophage,
while the KLF4 silencing significantly reversed the process which consistent with the previous studies. Thus, we
speculated the ALK5 knockdown attenuated macrophage activation, especially macrophage polarization, in part by
up-regulating KLF4 expression that may play an important role in against atherogenesis.

In conclusion, we demonstrated that the down-regulated ALK5 expression in macrophage significantly inhibited
M1 but promoted M2 polarized macrophages. Additionally, ALK5 knockdown attenuated foam cell formation char-
acterized as enhanced cholesterol efflux than uptake. The up-regulation of KLF4 expression was partially responsible
for the protective role of ALK5 silencing on macrophage activation. Our current study provided that neutralization
of ALK5 may act as a promising therapeutic approach for the treatment of atherosclerosis.

Competing Interests
The authors declare that there are no competing interests associated with the manuscript.

Funding
This work was supported by grants from the The First Hospital of Nanchang.

Author Contribution
Wenyan Li took charge of designing the study and the main writer of the paper. Zhaofeng Li and Junhua Wang took charge of the
experiment and statistical analysis.

Abbreviations
ALKS5, activin receptor-like kinase 5; BMDM, bone marrow derived macrophage; CVD, cardiovascular disease; TGF-§3, trans-
forming growth factor type-f3.

References

1 Libby, P. (2002) Inflammation in atherosclerosis. Nature 420, 868—874, https://doi.org/10.1038/nature01323

2 Benjamin, E.J., Blaha, M.J., Chiuve, S.E., Cushman, M., Das, S.R., Deo, R. et al. (2017) Heart Disease and Stroke Statistics-2017 Update: A Report
From the American Heart Association. Circulation 135, e146—e603, https://doi.org/10.1161/CIR.0000000000000485

3 Ley, K., Laudanna, C., Cybulsky, M.I. and Nourshargh, S. (2007) Getting to the site of inflammation: the leukocyte adhesion cascade updated. Nat. Rev.
Immunol. 7, 678-689, https://doi.org/10.1038/nri2156

4 Tabas, |. and Bornfeldt, K.E. (2016) Macrophage Phenotype and Function in Different Stages of Atherosclerosis. Circ. Res. 118, 653-667,
https://doi.org/10.1161/CIRCRESAHA.115.306256

5 Tall, AR. and Yvan-Charvet, L. (2015) Cholesterol, inflammation and innate immunity. Nat. Rev. Immunol. 15, 104-116,
https://doi.org/10.1038/nri3793

6 Morikawa, M., Derynck, R. and Miyazono, K. (2016) TGF-beta and the TGF-beta Family: Context-Dependent Roles in Cell and Tissue Physiology. Cold
Spring Harb. Perspect. Biol. 8, 2021873, https://doi.org/10.1101/cshperspect.a021873

7 Loomans, H.A. and Andl, C.D. (2016) Activin receptor-like kinases: a diverse family playing an important role in cancer. Am. J. Cancer Res. 6,
2431-2447

8 Sridurongrit, S., Larsson, J., Schwartz, R., Ruiz-Lozano, P. and Kaartinen, V. (2008) Signaling via the Tgf-beta type | receptor Alk5 in heart development.
Dev. Biol. 322, 208-218, https://doi.org/10.1016/j.ydbio.2008.07.038

9 Seki, T., Hong, K.H. and Oh, S.P. (2006) Nonoverlapping expression patterns of ALK1 and ALK5 reveal distinct roles of each receptor in vascular
development. Lab. Invest. 86, 116—129, https://doi.org/10.1038/labinvest.3700376

10 Castanares, C., Redondo-Horcajo, M., Magan-Marchal, N., ten Dijke, P., Lamas, S. and Rodriguez-Pascual, F. (2007) Signaling by ALK5 mediates
TGF-beta-induced ET-1 expression in endothelial cells: a role for migration and proliferation. J. Cell Sci. 120, 1256—1266,
https://doi.org/10.1242/jcs.03419

(© 2020 The Author(s). This is an open access article published by Portland Press Limited on behalf of the Biochemical Society and distributed under the Creative Commons
Attribution License 4.0 (CC BY).

«. 2 PORTLAND
09 press

#20¢ Idy 60 U0 3sanb Aq 4pd 881 +-61.02-154/.56898/88 1 ¥6 | 02HSE/E/0F/4Pd-0[01E/d8.10501q/WOD"JIEYDISA|IS HOd//:dRY WOy papeojumod


https://doi.org/10.1038/nature01323
https://doi.org/10.1161/CIR.0000000000000485
https://doi.org/10.1038/nri2156
https://doi.org/10.1161/CIRCRESAHA.115.306256
https://doi.org/10.1038/nri3793
https://doi.org/10.1101/cshperspect.a021873
https://doi.org/10.1016/j.ydbio.2008.07.038
https://doi.org/10.1038/labinvest.3700376
https://doi.org/10.1242/jcs.03419

o = PORTLAND
09 rress

Bioscience Reports (2020) 40 BSR20194188
https://doi.org/10.1042/BSR20194188

11 Hara, T., Yoshida, E., Shinkai, Y., Yamamoto, C., Fujiwara, Y., Kumagai, Y. et al. (2017) Biglycan Intensifies ALK5-Smad2/3 Signaling by TGF-beta1 and
Downregulates Syndecan-4 in Cultured Vascular Endothelial Cells. J. Cell. Biochem. 118, 1087—1096, https://doi.org/10.1002/jch.25721

12 Ray, B.N., Lee, N.Y., How, T. and Blobe, G.C. (2010) ALK5 phosphorylation of the endoglin cytoplasmic domain regulates Smad1/5/8 signaling and
endothelial cell migration. Carcinogenesis 31, 435-441, https://doi.org/10.1093/carcin/bgp327

13 Thomas, M., Docx, C., Holmes, A.M., Beach, S., Duggan, N., England, K. et al. (2009) Activin-like kinase 5 (ALK5) mediates abnormal proliferation of
vascular smooth muscle cells from patients with familial pulmonary arterial hypertension and is involved in the progression of experimental pulmonary
arterial hypertension induced by monocrotaline. Am. J. Pathol. 174, 380-389

14 Bonniaud, P., Margetts, P.J., Kolb, M., Schroeder, J.A., Kapoun, A.M., Damm, D. et al. (2005) Progressive transforming growth factor beta1-induced lung
fibrosis is blocked by an orally active ALK5 kinase inhibitor. Am. J. Respir. Crit. Care Med. 171, 889-898,
https://doi.org/10.1164/rccm.200405-6120C

15 Safina, A., Vandette, E. and Bakin, A.V. (2007) ALK5 promotes tumor angiogenesis by upregulating matrix metalloproteinase-9 in tumor cells. Oncogene
26, 2407-2422, https://doi.org/10.1038/sj.onc.1210046

16 Gong, F.H., Cheng, W.L., Wang, H., Gao, M., Qin, J.J., Zhang, Y. et al. (2018) Reduced atherosclerosis lesion size, inflammatory response in miR-150
knockout mice via macrophage effects. J. Lipid Res. 59, 658—669, https://doi.org/10.1194/jIrM082651

17 Leitinger, N. and Schulman, I.G. (2013) Phenotypic polarization of macrophages in atherosclerosis. Arterioscler. Thromb. Vasc. Biol. 33, 1120-1126,
https://doi.org/10.1161/ATVBAHA.112.300173

18 Weissberg, P.L. and Bennett, M.R. (1999) Atherosclerosis—an inflammatory disease. N. Engl. J. Med. 340, 1928-1929

19 Hansson, G.K. (2009) Inflammatory mechanisms in atherosclerosis. J. Thromb. Haemost. 7, 328-331,
https://doi.org/10.1111/j.1538-7836.2009.03416.x

20 Grainger, D.J., Kemp, PR., Metcalfe, J.C., Liu, A.C., Lawn, R.M., Williams, N.R. et al. (1995) The serum concentration of active transforming growth
factor-beta is severely depressed in advanced atherosclerosis. Nat. Med. 1, 74-79, https://doi.org/10.1038/nm0195-74

21 Egorova, A.D., Van der Heiden, K., Van de Pas, S., Vennemann, P., Poelma, C., DeRuiter, M.C. et al. (2011) Tgfbeta/Alk5 signaling is required for shear
stress induced kIf2 expression in embryonic endothelial cells. Dev. Dyn. 240, 1670-1680, https://doi.org/10.1002/dvdy.22660

22 Birukova, A.A., Adyshev, D., Gorshkov, B., Birukov, K.G. and Verin, A.D. (2005) ALK5 and Smad4 are involved in TGF-beta1-induced pulmonary
endothelial permeability. FEBS Lett. 579, 4031-4037, https://doi.org/10.1016/j.febslet.2005.06.018

23 Tang, Y., Yang, X., Friesel, R.E., Vary, C.P. and Liaw, L. (2011) Mechanisms of TGF-beta-induced differentiation in human vascular smooth muscle cells.
J. Vasc. Res. 48, 485—494, https://doi.org/10.1159/000327776

24 Olieslagers, S., Pardali, E., Tchaikovski, V., ten Dijke, P. and Waltenberger, J. (2011) TGF-beta1/ALK5-induced monocyte migration involves PI3K and
p38 pathways and is not negatively affected by diabetes mellitus. Cardiovasc. Res. 91, 510-518, https://doi.org/10.1093/cvr/cvr100

25 Sierra-Filardi, E., Puig-Kroger, A., Blanco, F.J., Nieto, C., Bragado, R., Palomero, M.I. et al. (2011) Activin A skews macrophage polarization by
promoting a proinflammatory phenotype and inhibiting the acquisition of anti-inflammatory macrophage markers. Blood 117, 5092-5101,
https://doi.org/10.1182/blood-2010-09-306993

26 Yan, FF, Liu, Y.F, Liu, Y. and Zhao, Y.X. (2008) KLF4: a novel target for the treatment of atherosclerosis. Med. Hypotheses 70, 845-847,
https://doi.org/10.1016/j.mehy.2007.07.031

27 Dong, H.M. and Huang, L. (2009) Role of the transcription factor Kruppel-like factor 4 (KLF4) in the pathogenesis of atherosclerosis. Zhonghua Xin Xue
Guan Bing Za Zhi 37, 950-952

28 Feinberg, M.W., Cao, Z., Wara, AK., Lebedeva, M.A., Senbanerjee, S. and Jain, M.K. (2005) Kruppel-like factor 4 is a mediator of proinflammatory
signaling in macrophages. J. Biol. Chem. 280, 38247-38258, https://doi.org/10.1074/jbc.M509378200

29 Liao, X., Sharma, N., Kapadia, F., Zhou, G., Lu, Y., Hong, H. et al. (2011) Kruppel-like factor 4 regulates macrophage polarization. J. Clin. Invest. 121,
2736-2749, https://doi.org/10.1172/JCl45444

(© 2020 The Author(s). This is an open access article published by Portland Press Limited on behalf of the Biochemical Society and distributed under the Creative Commons Attribution

License 4.0 (CC BY).

#20¢ Idy 60 U0 3sanb Aq 4pd 881 +-61.02-154/.56898/88 1 ¥6 | 02HSE/E/0F/4Pd-0[01E/d8.10501q/WOD"JIEYDISA|IS HOd//:dRY WOy papeojumod


https://doi.org/10.1002/jcb.25721
https://doi.org/10.1093/carcin/bgp327
https://doi.org/10.1164/rccm.200405-612OC
https://doi.org/10.1038/sj.onc.1210046
https://doi.org/10.1194/jlr.M082651
https://doi.org/10.1161/ATVBAHA.112.300173
https://doi.org/10.1111/j.1538-7836.2009.03416.x
https://doi.org/10.1038/nm0195-74
https://doi.org/10.1002/dvdy.22660
https://doi.org/10.1016/j.febslet.2005.06.018
https://doi.org/10.1159/000327776
https://doi.org/10.1093/cvr/cvr100
https://doi.org/10.1182/blood-2010-09-306993
https://doi.org/10.1016/j.mehy.2007.07.031
https://doi.org/10.1074/jbc.M509378200
https://doi.org/10.1172/JCI45444

