
Bioscience Reports (2019) 39 BSR20193459
https://doi.org/10.1042/BSR20193459

*These authors contributed
equally to this work.

Received: 26 September 2019
Revised: 01 December 2019
Accepted: 04 December 2019

Accepted Manuscript online:
06 December 2019
Version of Record published:
23 December 2019

Research Article

Development and validation of a nomogram to
predict the prognosis of patients with squamous cell
carcinoma of the bladder
Mei-Di Hu1,*, Si-Hai Chen2,*, Yuan Liu3 and Ling-Hua Jia4

1Department of General Practice, The First Affiliated Hospital of Nanchang University, Nanchang 330006, China; 2Department of Gastroenterology, The First Affiliated Hospital of
Nanchang University, Nanchang 330006, China; 3Division of Nephrology, The Fifth People’s Hospital of Shanghai, Fudan University, Shanghai 200240, China; 4Department of
Urology, Jiangxi Provincial People’s Hospital Affiliated to Nanchang University, Nanchang 330006, China

Correspondence: Ling-Hua Jia (770902316@qq.com)

Background: The present study aimed to develop and validate a nomogram based on ex-
panded TNM staging to predict the prognosis for patients with squamous cell carcinoma of
the bladder (SCCB).
Methods: A total of 595 eligible patients with SCCB identified in the Surveillance, Epidemi-
ology, and End Results (SEER) dataset were randomly divided into training set (n = 416)
and validation set (n = 179). The likelihood ratio test was used to select potentially relevant
factors for developing the nomogram. The performance of the nomogram was validated on
the training and validation sets using a C-index with 95% confidence interval (95% CI) and
calibration curve, and was further compared with TNM staging system.
Results: The nomogram included six factors: age, T stage, N stage, M stage, the method
of surgery and tumor size. The C-indexes of the nomogram were 0.768 (0.741–0.795) and
0.717 (0.671–0.763) in the training and validation sets, respectively, which were higher than
the TNM staging system with C-indexes of 0.580 (0.543–0.617) and 0.540 (0.484–0.596) in
the training and validation sets, respectively. Furthermore, the decision curve analysis (DCA)
proved that the nomogram provided superior clinical effectiveness.
Conclusions: We developed a nomogram that help predict individualized prognosis for pa-
tients with SCCB.

Introduction
Urinary bladder cancer is the seventh common cancer among men and the seventeenth among women
worldwide [1]. Urinary bladder cancer has several subtypes such as squamous cell carcinoma (SCC),
urothelial carcinoma (UC) and adenocarcinoma. SCC of the bladder (SCCB) could be subdivided into
Schistosoma related and non-Schistosoma related tumors, with the latter being the most common sub-
type in the developed countries [2]. Patients with SCCB are generally diagnosed at late stage and have very
poor prognosis [3]. Currently, SCCB patients are mainly treated with radical cystectomy (RC). The evalu-
ation of the prognosis of SCCB patients after treatment is mainly based on American Joint Committee for
Cancer (AJCC) [4]. Due to the various factors that may affect cancer progression, the evaluation of cancer
prognosis based on AJCC staging alone is unpredictable [5]. Therefore, there is an urgent need to develop
new methods to accurately predict the prognosis and improve the management of SCCB patients.

Recently, a nomogram has been shown as a reliable model for the perdition of prognosis of cancer
patients [6]. A nomogram is a graphical illustration of a mathematical model, in which different factors
are pooled together to predict a definite endpoint, and has been utilized as a convenient and reliable
tool to predict the outcome of cancer patients [7]. Unfortunately, there is still no nomogram has been re-
ported to predict the prognosis of SCCB patients. Therefore, in the present study we aimed to develop and
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Figure 1. The flow diagram of selection of eligible patients

validate a nomogram to predict the survival of SCCB patients based on the population-based data from the Surveil-
lance, Epidemiology, and End Results (SEER) database including AJCC TNM staging system.

Materials and methods
Patient eligibility and study variables
The present study was performed at the First Affiliated Hospital of Nanchang University and Jiangxi Provincial Peo-
ple’s Hospital. Ethics requirement was not required because of no direct involvement with human participants or
animals. Patients diagnosed with SCCB from 1973 to 2015 were selected from SEER database. Patients were included
if they fulfilled the diagnosis of bladder cancer, and the histological type was confirmed as SCCB (8070-8077) based
on International Classification of Diseases for Oncology (ICD-O-3). Patients were excluded if unclear and incomplete
information were recorded. The detailed flow chart for patient selection was shown in Figure 1. Total 15 variables were
selected in the present study, including the age, race, gender, year of diagnosis, marital status, histologic type based
on the International Classification of Diseases for Oncology (3rd Edition codes), American Joint Committee on Can-
cer (7th edition) stage I-IV, AJCC T stage, AJCC N stage, AJCC M stage, surgery of primary site, scope of regional
lymph node surgery, tumor size, survival months and status. To properly evaluate the prognostic value of tumor size
in SCCB patients, we identified 45 and 96 mm as the cut-off point for patients by -tile, a professional tool for cut-off
point decision [8].

Statistical analysis
The present study enrolled 595 patients who were randomly divided into training set (n = 416) and validation set
(n = 179). A chi-square test was employed to compare the differences in demographics and tumor characteristics
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Figure 2. The nomogram for predicting 1- and 3-year survival of SCCB patients

between the training and validation sets. Univariate and multivariate Cox proportional hazards regression analyses
were used to evaluate prognostic variables in the training set in order to develop the nomogram. Furthermore, the
independent prognostic factors were selected to develop the nomogram.

Construction and validation of the nomogram
A nomogram was constructed when variables were selected from above steps. The performence of the nomogram
in the training and validation was calculated by concordance-index (C-index), which is similar to the area under
curve (AUC) of the receiver operating characteristic (ROC) curve. If the C-index is 0.60, the nomogram will discern
a patient that will die from a patient that will not die at success rate of 60% [9]. Univariate and multivariate Cox
proportional hazards regression analyses were performed using the SPSS version 24.0 software (IBM Corporation,
U.S.A.). A calibration plot was used to assess the deviation between the predicted and actual probabilities. The calcu-
lation of the C-index and the construction of the nomogram and calibration plot were processed with the R statistical
package “rms”, “survival” and “foreign” (R software version 3.5.2). Additionally, the decision curve analysis (DCA)
was performed using the source file “stdca.r”, which was downloaded from decisioncurveanalysis.org. Two-sided P
value below 0.05 was considered to be statistically significant.
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Figure 3. Calibration plot of the nomogram

(A) 1-year survival nomogram calibration curves in training set. (B) 3-year survival nomogram calibration curves in training set. (C)

1-year survival nomogram calibration curves in validation set. (D) 3-year survival nomogram calibration curves in validation set.

Results
Patient characteristics
The present study enrolled 595 eligible patients with SCCB between 2010 and 2015, who were randomly divided into
training set (n = 416) and validation set (n = 179). The patient characteristics are listed in Table 1. The high incidence
of age ranged between 50 and 69 years. Total 477 (80.2%) patients had non-lymphatic metastasis, and 542 (91.1%)
patients were in M0.

Prognostic factors in the training set
To identify the prognostic factors, we performed the univariate and multivariate cox regression analyses. The results
are listed in Table 2. By univariate analysis eight variables (age, marital status, AJCC T stage, AJCC N stage, AJCC M
stage, surgery of primary site, scope of regional lymph node surgery and tumour size) were significant risk factors
for survival. By multivariate analysis six variables were identified as independent prognostic factors, including age,
AJCC T stage, AJCC N stage, AJCC M stage, surgery of primary site and tumor size.
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Table 1 Characteristics of patients

All patients (n = 595) Training set (n = 416) Validation set (n = 179) P value

Age (year), n (%) 0.036

≤49 56 (9.4) 47 (11.3) 9 (5.0)

50–69 220 (37.0) 143 (34.4) 77 (43.0)

70–79 150 (25.2) 103 (24.8) 47 (26.3)

≥80 169 (28.4) 123 (29.6) 46 (25.7)

Race, n (%) 0.285

Black 69 (11.6) 53 (12.7) 16 (8.9)

White 504 (84.7) 346 (83.2) 158 (88.3)

Other1 22 (3.7) 17 (4.1) 5 (2.8)

Sex, n (%) 0.172

Male 288 (48.4) 209 (50.2) 79 (44.1)

Female 307 (51.6) 207 (49.8) 100 (55.9)

Marital status, n (%) 0.756

Married 275 (46.2) 194 (46.6) 81 (45.3)

Unmarried 320 (53.8) 222 (53.4) 98 (54.7)

AJCC stage, n (%) 0.150

I2 70 (11.8) 56 (13.5) 14 (7.8)

II 178 (29.9) 116 (27.9) 62 (34.6)

III 173 (29.1) 122 (29.3) 51 (28.5)

IV 174 (29.2) 122 (29.3) 52 (29.1)

AJCC T, n (%) 0.041

T1 78 (13.1) 64 (15.4) 14 (7.8)

T2 206 (34.6) 137 (32.9) 69 (38.5)

T3 175 (29.4) 116 (27.9) 59 (33.0)

T4 136 (22.9) 99 (23.8) 37 (20.7)

AJCC N, n (%) 0.737

Non-lymphatic metastasis 477 (80.2) 335 (80.5) 142 (79.3)

Lymphatic metastasis 118 (19.8) 81 (19.5) 37 (20.7)

AJCC M, n (%)

M0 542 (91.1) 376 (90.4) 116 (92.7)

M1 53 (8.9) 40 (9.6) 13 (7.3)

Grade, n (%) 0.885

I 58 (9.7) 41 (9.9) 17 (9.5)

II 230 (38.7) 159 (38.2) 71 (39.7)

III 217 (36.5) 150 (36.1) 67 (37.4)

IV 90 (15.1) 66 (15.9) 24 (13.4)

Surgery of primary site, n (%) 0.663

None 345 (58.0) 241 (57.9) 104 (58.1)

Local excision 227 (38.2) 157 (37.7) 70 (39.1)

Surgery 23 (3.9) 18 (4.3) 5 (2.8)

Scope of regional lymph node
surgery, n (%)

0.809

None, Biopsy 297 (49.9) 209 (50.2) 88 (49.2)

≥1 regional lymph nodes 298 (50.1) 207 (49.8) 91 (50.8)

Tumor size (mm), n (%) 0.368

≤45 186 (31.3) 136 (32.7) 50 (27.9)

46–96 333 (56.0) 225 (54.1) 108 (60.3)

≥97 76 (12.8) 55 (13.2) 21 (11.7)

Note: other1 comprises American Indian/Alaska Native, Asian/Pacific Islander.
I2 comprises AJCCstage Oa, Ois, I.
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Table 2 Univariate and multivariate analysis of the training set

Univariate analysis Multivariate analysis
HR (95%CI) P value HR (95%CI) P value

Age (year)

≤49 Reference Reference

50–69 0.852 (0.542–1.338) 0.485 1.080 (0.673–1.736) 0.749

70–79 1.125 (0.708–1.788) 0.619 1.705 (1.036–2.804) 0.036

≥80 1.972 (1.270–3.064) 0.003 2.556 (1.561–4.188) <0.001

Race

Black Reference

White 0.849 (0.603–1.194) 0.346

Other1 0.599 (0.290–1.237) 0.166

Sex

Male Reference

Female 1.267 (0.993–1.616) 0.057

Marital status

Married Reference Reference

Unmarried 1.290 (1.010–1.649) 0.042 1.046 (0.808–1.354) 0.734

AJCC T

T1 Reference Reference

T2 0.907 (0.619–1.332) 0.619 1.567 (1.046–2.346) 0.029

T3 0.650 (0.432–0.979) 0.039 1.961 (1.190–3.231) 0.008

T4 1.721 (1.717–2.531) 0.006 3.249 (2.009–5.254) <0.001

AJCC N

Non-lymphatic metastasis Reference Reference

Lymphatic metastasis 1.785 (1.348–2.365) <0.001 1.567 (1.124–2.186) 0.008

AJCC M

M0 Reference Reference

M1 3.718 (2.615–5.287) <0.001 2.747 (1.857–4.064) <0.001

Grade

I Reference

II 0.867 (0.554–1.357) 0.533

III 1.072 (0.687–1.674) 0.759

IV 0.953 (0.577–1.573) 0.849

Surgery of primary site 2.457 (2.007–3.009) <0.001

None Reference Reference

Local excision 2.413 (1.874–3.107) <0.001 2.324 (1.431–3.776) 0.001

Surgery 6.266 (3.784–10.374) <0.001 3.804 (1.953–7.407) <0.001

Scope of regional lymph node
surgery

None, Biopsy Reference Reference

≥1 regional lymph nodes 0.404 (0.315–0.519) <0.001 0.719 (0.447–1.157) 0.174

Tumor size (mm)

≤45 Reference Reference

46–96 2.105 (1.565–2.829) <0.001 1.817 (1.340–2.463) <0.001

≥97 3.587 (2.425–5.307) <0.001 2.405 (1.587–3.646) <0.001

Note: other1 comprises American Indian/Alaska Native, Asian/Pacific Islander.

The development of nomogram
Based on the analysis of prognostic factor in multivariate analysis, six variables (age, AJCC T stage, AJCC N stage,
AJCC M stage, surgery of primary site and tumor size) were selected to develop the nomogram for predicting 1- and
3-year survival rates (Figure 2). Each variable was assigned a score ranging from 0 to 10 on a point scale. By calculating
the total score of various covariates and placing the total score on a total point scale, the 1- and 3-year survival rates
could be efficiently estimated for a patient. The points of all variables are listed in Table 3. The nomogram model
demonstrated that surgery method had the largest contribution to survival rate, followed by AJCC T, AJCC M, age,
tumour size and AJCC N.
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Table 3 Points of all variables in nomogram

Variable Nomogram score

Age (year)

≤49 0

50–69 1

70–79 3

≥80 6

AJCC T

T1 0

T2 3

T3 4

T4 7

AJCC N

Non-lymphatic metastasis 0

Lymphatic metastasis 2

AJCC M

M0 0

M1 6

Tumor size (mm)

≤45 0

46-96 4

≥97 5

Surgery

Performed 0

Local excision 7

No performed 10

The validation of nomogram
The C-indexes of the nomogram for the prediction of overall survival in the training and validation sets were 0.768
(95%CI: 0.741–0.795) and 0.717 (95%CI: 0.671–0.763), respectively. The C-indexes for the TNM staging system both
in training set 0.580 (95%CI: 0.543–0.617) and in validation set 0.540 (95%CI: 0.484–0.596) were significantly lower
than the nomogram system. Calibration plots were made to examine the accuracy of nomogram for the predicting
of 1- and 3-year survival rates and the results showed that the accuracy was good (Figure 3). Decision curve analysis
(DCA) of the nomogram indicated that the nomogram had a wide and practical range of threshold probability for
the training and validation sets for predicting 1- or 3- year survival rates (Figure 4). Furthermore, the nomogram had
broader range of threshold probability and higher net benefits than AJCC TNM staging system.

Discussion
Because most SCCB patients are diagnosed at late stage and their prognosis is poor, it is important to develop a
valuable system to predict the prognosis of these patients. Currently, the 7th AJCC TNM staging system is good for
the staging of SCCB patients, but it could not effectively predict the survival of the patients [10]. In the present study,
we developed a comprehensive nomogram model based on SEER to better predict the prognosis of SCCB patients.
C-index, calibration plot and DCA curve were performed to evaluate the discrimination, calibration and clinic utility
of the nomogram, respectively, and the results showed that the nomogram was better than the TNM staging system
to predict the 1- and 3-year survival of SCCB patients.

To our knowledge, this is the first nomogram that integrated personalized characteristics, AJCC TNM staging,
tumor characteristics, and the treatment method to predict the prognosis of SCCB. Although our nomogram was
based on AJCC TNM staging, the C-index of this nomogram was higher than that of AJCC TNM staging system in
both training and validation sets. Therefore, this nomogram showed improved power of discrimination. In addition,
the C-index of this nomogram exceeded 0.7 for both training and validation sets, indicating the adequate power of
discrimination [11]. DCA showed that this nomogram provided superior clinical utility.

Recently, several nomograms incorporating a variety of variables have been developed for predicting the prognosis
of patients with different cancers [12–15]. In particular, Tang et al. developed nomograms to predict overall survival
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Figure 4. DCA of the nomogram and AJCC TNM stage for predicting survival of SCCB patients

(A) 1-year DCA in training set. (B) 3-year DCA in training set. (C) 1-year DCA in validation set and (D) 3-year DCA in validation set.

and cancer-specific survival in patients with T1 high-grade bladder cancer. Unfortunately, their model is only appli-
cable to T1 high-grade bladder cancer [16]. Xu et al. developed and validated a nomogram based on radiomics and
clinical predictors for the prediction of recurrence risk of bladder cancer [17]. Their results are based on relatively
small number of patients from a single center and need further validation. Interestingly, a recent study validated a
nomogram based on European multicenter prospective cohort to predict the mortality after radical cystectomy in a
Japanese cohort, and reported good results [18]. In the present study, our nomogram contained 6 variables, includ-
ing 1 personalized variable (age), 3 variables based on the AJCC TNM staging system, 1 surgical variable (surgical
method) and 1 variable about the primary site of the SCCB (tumor size). All 6 variables included in this nomogram
could be obtained easily, which facilitates the application of this nomogram in clinical practice. Among the variables
included in this nomogram, the method used to treat the primary site was the most important prognostic factor.
Therefore, clinicians could use this nomogram to predict 1- and 3- year survival rates of SCCB patients. For example,
for a 65-year-old patient presents with a 50-mm tumor, with T2 stage and without lymphatic metastasis or distant
metastasis, if this patients undergoes surgery, the 1- and 3-year survival rates will both be over 50% according to our
nomogram. However, if the patient refuses surgery, the 1- and 3-year survival rates will be below 20%.

Several limitations of the present study should be pointed out. First, this nomogram was based on the 7th AJCC
TNM staging system, and need further optimization based on the 8th AJCC TNM staging system [19]. Second, this
nomogram only selected limited variables. Whether increasing variables will improve this nomogram need further
study. However, the complexity of the nomogram could increase accordingly and may diminish clinical utility. Third,
the use of nomograms has its own drawbacks. For example, nomogram assumed that the overall mortality of SCCB
patients had been static during 2010 to 2015.

8 © 2019 The Author(s). This is an open access article published by Portland Press Limited on behalf of the Biochemical Society and distributed under the Creative Commons Attribution
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In summary, we developed a nomogram integrating TNM staging and other clinical variables to predict 1- and
3-year survival rates for SCCB patients. Based on the validation of discrimination, probability calibration and de-
cision curve analysis, we demonstrated that this nomogram had adequate power of discrimination and satisfactory
calibration. Compared with the 7th AJCC staging system, this nomogram is user-friendly and accurate for prognostic
prediction for SCCB patients. This nomogram could be a promising tool to predict the prognosis of SCCB patients.

Availability of data and materials
All data are included within the article.

Competing Interests
The authors declare that there are no competing interests associated with the manuscript.

Funding
The authors declare that there are no sources of funding to be acknowledged.

Author Contribution
M.H. and S.C. carried out data analysis. Y.L. and L.J. designed the study and drafted the manuscript. All authors read and ap-
proved the manuscript.

Abbreviations
AJCC, American Joint Committee for Cancer; DCA, decision curve analysis; RC, radical cystectomy; SCC, squamous cell carci-
noma; SCCB, squamous cell carcinoma of the bladder; UC, urothelial carcinoma.

References
1 Globocan (2012) Estimated cancer incidence, mortality and prevalence worldwide in 2012. http://globocan.iarc.fr/Pages/fact sheets cancer.aspx
2 Kiriluk, K.J., Prasad, S.M., Patel, A.R., Steinberg, G.D. and Smith, N.D. (2012) Bladder cancer risk from occupational and environmental exposures. Urol.

Oncol. 30, 199–211, https://doi.org/10.1016/j.urolonc.2011.10.010
3 Shokeir, A.A. (2004) Squamous cell carcinoma of the bladder: pathology, diagnosis and treatment. BJU Int. 93, 216–220,

https://doi.org/10.1111/j.1464-410X.2004.04588.x
4 Manley, K.V., Hubbard, R., Swallow, D., Finch, W., Wood, S.J. and Biers, S.M. (2017) Risk factors for development of primary bladder squamous cell

carcinoma. Ann. R. Coll. Surg. Engl. 99, 155–160, https://doi.org/10.1308/rcsann.2016.0343
5 Lee, S.B., Sohn, G., Kim, J., Chung, I.Y., Lee, J.W., Kim, H.J. et al. (2018) A retrospective prognostic evaluation analysis using the 8th edition of the

American Joint Committee on Cancer staging system for breast cancer. Breast Cancer Res. Treat. 169, 257–266,
https://doi.org/10.1007/s10549-018-4682-5

6 Nieder, C., Mehta, M.P., Geinitz, H. and Grosu, A.L. (2018) Prognostic and predictive factors in patients with brain metastases from solid tumors: A
review of published nomograms. Crit. Rev. Oncol. Hematol. 126, 13–18, https://doi.org/10.1016/j.critrevonc.2018.03.018

7 He, Y., Ong, Y., Li, X., Din, F.V., Brown, E., Timofeeva, M. et al. (2019) Performance of prediction models on survival outcomes of colorectal cancer with
surgical resection: A systematic review and meta-analysis. Surg. Oncol. 29, 196–202, https://doi.org/10.1016/j.suronc.2019.05.014

8 Camp, R.L., Dolled-Filhart, M. and Rimm, D.L. (2004) X-tile: a new bio-informatics tool for biomarker assessment and outcome-based cut-point
optimization. Clin. Cancer Res. 10, 7252–7259, https://doi.org/10.1158/1078-0432.CCR-04-0713

9 Wolbers, M., Koller, M.T., Witteman, J.C. and Steyerberg, E.W. (2009) Prognostic models with competing risks: methods and application to coronary risk
prediction. Epidemiol 20, 555–561, https://doi.org/10.1097/EDE.0b013e3181a39056

10 Abdel-Rahman, O. (2017) Squamous Cell Carcinoma of the Bladder: A SEER Database Analysis. Clin. Genitourin Cancer 15, e463–e468,
https://doi.org/10.1016/j.clgc.2016.10.007

11 Lee, Y.H., Bang, H. and Kim, D.J. (2016) How to Establish Clinical Prediction Models. Endocrinol. Metab. (Seoul) 31, 38–44,
https://doi.org/10.3803/EnM.2016.31.1.38

12 Gong, Y., Ji, P., Sun, W., Jiang, Y.Z., Hu, X. and Shao, Z.M. (2018) Development and Validation of Nomograms for Predicting Overall and Breast
Cancer-Specific Survival in Young Women with Breast Cancer: A Population-Based Study. Transl. Oncol. 11, 1334–1342,
https://doi.org/10.1016/j.tranon.2018.08.008

13 Xie, K., Liu, S. and Liu, J. (2018) Nomogram predicts survival benefit for non- metastatic esophageal cancer patients who underwent preoperative
radiotherapy. Cancer Manag. Res. 10, 3657–3668, https://doi.org/10.2147/CMAR.S165168

14 Wang, B., Zeng, J. and Liu, Y. (2019) Using nomograms to predict prognostic factors in young colorectal mucinous and signet-ring cell adenocarcinoma
patients. Biosci. Rep. 39, pii: BSR20181863

15 Li, P., Huang, W., Wang, F., Ke, Y.F., Gao, L., Shi, K.Q. et al. (2018) Nomograms based on inflammatory biomarkers for predicting tumor grade and
micro-vascular invasion in stage I/II hepatocellular carcinoma. Biosci. Rep. 38, pii: BSR20180464, https://doi.org/10.1042/BSR20180464

16 Tang, F., He, Z., Lu, Z., Wu, W., Chen, Y., Wei, G. et al. (2019) Application of nomograms in the prediction of overall survival and cancer-specific survival
in patients with T1 high-grade bladder cancer. Exp. Ther. Med. 18, 3405–3414

© 2019 The Author(s). This is an open access article published by Portland Press Limited on behalf of the Biochemical Society and distributed under the Creative Commons
Attribution License 4.0 (CC BY).

9

D
ow

nloaded from
 http://port.silverchair.com

/bioscirep/article-pdf/39/12/BSR
20193459/864773/bsr-2019-3459.pdf by guest on 23 April 2024

http://globocan.iarc.fr/Pages/fact_sheets_cancer.aspx
https://doi.org/10.1016/j.urolonc.2011.10.010
https://doi.org/10.1111/j.1464-410X.2004.04588.x
https://doi.org/10.1308/rcsann.2016.0343
https://doi.org/10.1007/s10549-018-4682-5
https://doi.org/10.1016/j.critrevonc.2018.03.018
https://doi.org/10.1016/j.suronc.2019.05.014
https://doi.org/10.1158/1078-0432.CCR-04-0713
https://doi.org/10.1097/EDE.0b013e3181a39056
https://doi.org/10.1016/j.clgc.2016.10.007
https://doi.org/10.3803/EnM.2016.31.1.38
https://doi.org/10.1016/j.tranon.2018.08.008
https://doi.org/10.2147/CMAR.S165168
https://doi.org/10.1042/BSR20180464


Bioscience Reports (2019) 39 BSR20193459
https://doi.org/10.1042/BSR20193459

17 Xu, X., Wang, H., Du, P., Zhang, F., Li, S., Zhang, Z. et al. (2019) A predictive nomogram for individualized recurrence stratification of bladder cancer
using multiparametric MRI and clinical risk factors. J. Magn. Reson. Imaging 50, 1893–1904

18 Osawa, T., Abe, T., Takada, N., Ito, Y.M., Murai, S. and Shinohara, N. (2018) Validation of the nomogram for predicting 90-day mortality after radical
cystectomy in a Japanese cohort. Int. J. Urol. 25, 699–700, https://doi.org/10.1111/iju.13584

19 Amin, M.B., Greene, F.L., Edge, S.B., Compton, C.C., Gershenwald, J.E., Brookland, R.K. et al. (2017) The Eighth Edition AJCC Cancer Staging Manual:
Continuing to build a bridge from a population-based to a more “personalized” approach to cancer staging. CA Cancer J. Clin. 67, 93–99,
https://doi.org/10.3322/caac.21388

10 © 2019 The Author(s). This is an open access article published by Portland Press Limited on behalf of the Biochemical Society and distributed under the Creative Commons Attribution
License 4.0 (CC BY).

D
ow

nloaded from
 http://port.silverchair.com

/bioscirep/article-pdf/39/12/BSR
20193459/864773/bsr-2019-3459.pdf by guest on 23 April 2024

https://doi.org/10.1111/iju.13584
https://doi.org/10.3322/caac.21388

